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3 <110> APPLICANT: Worman, Howard J . 

4 Mamiya , Naoto 

6 <120> TITLE OF INVENTION: HCV CORE PROTEIN BINDING AGENTS FOR TREATMENT OF 

7 HEPATITIS C VIRUS INFECTION 
9 <130> FILE REFERENCE: 0575/54358 

11 <140> CURRENT APPLICATION NUMBER: 09/407,432 

12 <141> CURRENT FILING DATE: 1999-09-29 
14 <160> NUMBER OF SEQ ID NOS : 6 

16 <170> SOFTWARE: Patentln Ver . 2.1 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 666 

20 <212> TYPE: PRT 

21 <213> ORGANISM: Human 
23 <400> SEQUENCE: 1 
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14 7 Asn Ser Gin Gly Val Asp Trp Trp Gly Asn 
148 660 665 



151 <210> SEQ ID NO: 2 

152 <211> LENGTH : 254 

153 <212> TYPE: PRT 

154 <213> ORGANISM: Human 

156 <400> SEQUENCE: 2 

157 Gly Ser Thr Ser Glu Asn lie Thr Gin Lys Val Val Trp Val Glu Glu 

158 15 10 15 

160 Ser Asp Lys Arg Ser Phe Leu Leu Asp Leu Leu Asn Ala Thr Gly Lys 

161 20 25 30 

163 Asp Ser Leu Thr Leu Val Phe Val Glu Thr Lys Lys Gly Ala Asp Ser 

164 35 40 45 

166 Leu Glu Asp Phe Leu Tyr His Glu Gly Tyr Ala Cys Thr Ser lie His 

167 50 55 60 

169 Gly Asp Arg Ser Gin Arg Asp Arg Glu Glu Ala Leu His Gin Phe Arg 

170 65 70 75 80 

172 Ser Gly Lys Ser Pro lie Leu Val Ala Thr Ala Val Ala Ala Arg Gly 

173 85 90 95 

175 Leu Asp lie Ser Asn Val Lys His Val lie Asn Phe Asp Leu Pro Ser 

176 100 105 110 

178 Asp lie Glu Glu Tyr Val His Arg He Gly Arg Thr Gly Arg Val Gly 

179 115 120 125 

181 Asn Leu Gly Leu Ala Thr Ser Phe Phe Asn Glu Arg Asn He Asn He 

182 130 135 140 

184 Thr Lys Asp Leu Leu Asp Leu Leu Val Glu Ala Lys Gin Glu Val Pro 

185 145 150 155 * 160 

187 Ser Trp Leu Glu Asn Met Ala Tyr Glu His His Tyr Lys Gly Ser Ser 

188 165 170 175 

190 Arg Gly Arg Ser Lys Ser Ser Arg Phe Ser Gly Gly Phe Gly Ala Arg 

191 180 185 190 

193 Asp Tyr Arg Gin Ser Ser Gly Ala Ser Ser Ser Ser Phe Ser Ser Ser 

194 195 200 205 

196 Arg Ala Ser Ser Ser Arg Ser Gly Gly Gly Gly His Gly Ser Ser Arg 

197 210 215 " 220 

199 Gly Phe Gly Gly Gly Gly Tyr Gly Gly Phe Tyr Asn Ser Asp Gly Tyr 

200 225 230 235 240 

202 Gly Gly Asn Tyr Asn Ser Gin Gly Val Asp Trp Trp Gly Asn 

203 245 250 

206 <210> SEQ ID NO: 3 

207 <211> LENGTH: 136 

208 <212> TYPE: PRT 

209 <213> ORGANISM: Human 

211 <400> SEQUENCE: 3 

212 Val Gly Ser Thr Ser Glu Asn He Thr Gin Lys Val Val Trp Val Glu 

213 15 10 15 

215 Glu Ser Asp Lys Arg Ser Phe Leu Leu Asp Leu Leu Asn Ala Thr Gly 

216 20 25 30 

218 Lys Asp Ser Leu Thr Leu Val Phe Val Glu Thr Lys Lys Gly Ala Asp 
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